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Motivation
Blast is worldwide acknowledged as a strong research instrument and nowadays it has evolved to
generate new Blast types such GEO and SNP Blast. For large datasets, manual inspection of Blast
output is inadequate and parsing tools are needed to see valuable information in a more compact
structure.
Results
We present a new BLAST parser tool providing a user-friendly interface to manage the output of all
these newer BLAST types. The output is organized in a grid structure, that can be easily exported to
several formats, recognized by most the existing applications and database managers.
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